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SARS : ZOONOSIS OR INTERSPECIES
TRANSMISSION
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Abstract

Severe acute respiratory syndrome (SARS) is a virulent respiratory disease of human, which World
Health Organization (WHO) has been declared as a global threat. This is a review of a causative agent

of SARS and roles of animals in SARS outbreaks. SARS is caused by a new emerging coronavirus, which
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is genetically distinct from previously known coronaviruses. Inan outbreak in Hong Kong, domestic animals

such as cats and dogs were tested positive for SARS coronavirus. In mainland China, 40% of wild animal

traders had sero-conversion to SARS coronavirus. Additionally, SARS-like coronavirus was isolated from

palm civets and raccoon dogs. The SARS-like coronavirus has 99.8% homology to SARS coronavirus at

nucleotide level. This indicates that interspecies transmission of SARS is possible and animals are likely

to be reserviors.
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and Holmes, et al., 2001) n@:uﬁ 1 dsznausas
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bovine coronavirus (BCoV) WAL porcine
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avian infectious bronchitis virus (IBV) L8z Turkey

coronavirus (TCoV)
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M uaz N faisneaziaanluiilann SARS-CoV Usynavsfineiiy e~ 1nm wazlansuaad
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(genome) 284 SARS-CoV fiufiidn SARS-CoV
TdlMAnaNnA1N N99NAY  (recombination)

, A o P pripey
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111 : Holmes, K.V., 2003. The Journal
1605-
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g1l 2

of Clinical Investigation 11 (11) :
Talsunlad 7 Feannnnsulew
Waug "W 91 ORF 1b 289 SARS-
Cov uazlalsunlaf 1fiadu u A9
1991 SARS-CoV HANNLANGNG
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2546 FevinliEnendeluunansanantsua
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mmmimmﬂmqmmq “super spreader event”
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LN °’1¢Tnalsl,umis:umﬂ;ﬁi§u (Stephen,
2003) A1NNNINA AU ”mﬁ%mﬁmﬂuﬁmmﬁ
{gtae wudn wwo 8 fia uay 11 1 Fa H 19
WUGNIINUBY SARS-CoV annadaeda RT-
PCR LAY 1MN70UENITA SARS-CoV l&ann
wuaRl¥uatansenismsaadag RT-PCR ua
NNIAATTIRIFLLL A1 SARS-CoV Tenld
anuuanudn ldwansngaann SARS-CoV 189AY
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WU SARS-ike Coronavirus (SARS-like CoV) AN
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civet) LAY LTAAU (raccoon dog) Aluu99 SARS-
like CoV Tugnl@lsznaudan 29701 W uay
AANARILAAY (homologous) fUATWNTEY
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